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[bookmark: _Hlk45189061]Table S1. SIMPER results showing the bacterial genus that mostly favor the average dissimilarity among susbtrates. Ql1 is highest incidence in the dissimilarities among susbtrates; Qn1 is highest average contribution to the dissimilarity and; Qn2 is greater differences in abundance among susbtrates. Tabla S1. Los resultados del análisis SIMPER muestran el género bacteriano que más contribuye a la disimilitud promedio entre sustratos. Ql1 representa la mayor incidencia en las disimilitudes entre sustratos; Qn1 indica la mayor contribución promedio a la disimilitud; y Qn2 corresponde a las mayores diferencias en abundancia entre sustratos
	Genus
	Ql1
	Qn1
	Qn2

	Pseudomonas
	6
	1.30
	65.02

	Synechococcus
	6
	3.32
	43.45

	Thioprofundum
	6
	3.41
	40.47

	Owenweeksia
	6
	3.16
	40.23

	Pleurocapsa
	6
	2.54
	37.14

	Candidatus_Puniceispirillum
	5
	2.52
	35.5

	Candidatus_Midichloria
	5
	0.88
	34.48

	Rhodovibrio
	6
	1.81
	34.00

	Ilumatobacter
	6
	2.49
	33.78

	Vibrio
	5
	0.83
	32.99

	Desulfonatronum
	6
	3.66
	32.96

	Iamia
	6
	2.59
	32.84

	Thiohalobacter
	6
	14.30
	32.56

	Acinetobacter
	5
	1.40
	32.26

	Thalassococcus
	5
	1.55
	31.79

	Psychroserpens
	5
	1.93
	31.60

	Desulfovibrio
	4
	9.05
	27.7

	Lewinella
	6
	2.84
	30.94

	Flaviramulus
	5
	0.85
	30.46

	Enterobacter
	5
	0.82
	29.90

	Streptomyces
	6
	1.55
	29.13

	Thioalkalivibrio
	6
	2.53
	28.19

	Phormidium
	6
	2.44
	27.11

	Aciditerrimonas
	6
	2.28
	26.86

	Pseudoalteromonas
	4
	0.54
	26.22

	Haloferula
	6
	3.30
	25.77

	Thiobacillus
	6
	3.25
	25.61

	Rhodopirellula
	6
	4.45
	25.56

	Candidatus_Pelagibacter
	5
	1.04
	25.07




Figure S1. Dominant families of the bacterial assemblage of Acropora cervicornis, seawater and sediment from the entire study area. Figura S1. Familias dominantes del ensamblaje bacteriano en Acropora cervicornis, el agua de mar y los sedimentos en toda el área de estudio.
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